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gctaggacct 
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cttcttaaat 


tcgggcttct 
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ctcctcgggg 
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aagacccctt 


gtgttagctt 
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gcataatcct 
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aacatcgaac 


tcctgggctc 


aagtgatcct 
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agatggggtc 
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ccagctacta 


actacgggca 


tgagccgtca 


cacctgacta 


tttaaaaaaa 


atgttttttt 


2820 


tttgtagaca 


gggaggtctc 


gctgtattac 


ctaggctgga 


tcctcccacc 


ttggcctccc 
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aaagccgttg 


ggataacagg 


catgagccac 


tgagcccagc 


caaggggtcg 


cctttttaaa 
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atttccactc 


ttcagatgag 


gagatggagg 


ctcagggagg 


tacctggagt 


caacctactg 
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taaagtggca 


ggtctgggat 


ttgatgctag 


ggctgcatga 


tttctaggag 


ctggtgcttt 
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aaaatgagtc 


tttagcgaat 
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ccagtgccct 
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gagcggcttc 


tgacccccaa 


ccccgggtat 


gggacccagg 


3780 




cggggccttc 
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taaagcagca 
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ctttggaagg 
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gaggctggga 


gttcaagacc 
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accccatctc 
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tagccgtgcg 


tggtggcggg 
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tgcctgtaat 


cccagctact 


tggcaggctg 


aggcaggaga 


atcgcttgaa 
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tgagctgaaa 
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ctgggcaaca 
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gtcacacagc 
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tgggagctgg 


gatttgaacc 


caggcagtct 


gacaccatgt 
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gctgcacaga 
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tcccccatgc 
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gctgggctct 
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gggaacccca 


agatgaatca 


gacccagcca 


ctgccctaag 


tgcttacttc 
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gggaagcaca 
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cgccccccag 


cgacgatctc 


accctcttgg 
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aaagcagctc 


cagttacaag 


aacctcacgc 


tcaaattcca 


caagtactgc 


ctgctcactc 
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gaggggggcc 


cagggtgggg 


gaggcagcac 


actaggcact 


ctcaccccag 


caactacttc 


6480 


cctaaggtgg 


ggacagggcc 


cccccgcccg 


cgctggtgcc 


tgctgggtga 


gcacttcccc 


6540 


tgccagctgc 


agagtcagca 


cgtggcaggg 


gacgctggca 


cttggggccg 


gaagggaccc 


6600 


gaagacgccc 
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cccgagcctc 


ctgcctaggc 


tggtcaatgt 


caccatccac 
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ttccggctga 
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ggactgctat 
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tcctggtgag 


gccccccggg 


aacccacagg 
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ggacctggtc 


agggagtgtc 


ttgggagcac 


tggccaaggg 


caagcgtgcg 


ggtgatgagg 


6840 


gagggagccc 


ggggtctgtc 


aggccacctg 


tcatgtggac 


cttggggctt 


ggggctgcca 


6900 


aggtttactc 


tgcccccaac 


tggcccccac 


agatcacgtt 


tgacaacaaa 


gcacacagtg 


6960 


ggcggatccc 


catcagcctg 


gagacccagg 


cccacatcca 


ggagtgtaag 


caccccagtg 


7020 


tcttccagca 


cggtgagccc 


ctgagcccca 


gaccagcact 


gaccaggggc 


cctggcctgt 


7080 


cctgggattc 


cccaagcccc 


agatcagcgc 


tgcctggggg 


ccgtgacctc 


cccaggaatc 


7140 


cgctgagcct 


cagatcagca 


cagaccaggg 


accccgtcct 


gtgctgagat 


cccccaagcc 


7200 


ccagaccagc 


actgaccggg 


gttcttgact 


caccccaagc 


aagccctgag 


cccactgacc 


7260 


aaccaaaacc 


agccgtgcag 


ccccctaggt 


ctccagcctg 


gcctggcacc 


aatgctagcc 


7320 


tcccaaggct 


ccatgccatc 


cttggcccta 


cccgctctgc 


cctccccgca 


ggagacaaca 


7380 


gcttccggct 


cctgtttgac 


gtggtggtca 


tcctcacctg 


ctccctgtcc 


ttcctcctct 


7440 


gcgcccgctc 


actccttcga 


ggcttcctgc 


tgcagaacgt 


gaggcttctg 


cgtcatgtgt 


7500 


gctggtgtcc 


tccccgcctg 


gccctggggc 


gataaaagcc 


agggctttga 


gggtcctgtg 


7560 


cctggtcagg 


ccctcacccc 


gcctgccttc 


tgcaggagtt 


tgtggggttc 


atgtggcggc 


7620 


agcggggacg 


ggtcatcagc 


ctgtgggagc 


ggctggaatt 


tgtcaatggc 


tggtacatcc 


7680 


tgctcgtcac 


cagcgatgtg 


ctcaccatct 


cgggcaccat 


catgaagatc 


ggcatcgagg 


7740 


ccaaggtgcg 


tcctgccaac 


accctgggcc 


ccaggt ccca 


tccctgctgt 


cagtgcctat 


7800 


ccggggccat 


atcct ccccc 


aggcccccca 


aaggaagggc 


tgggccagat 


aggttgacgc 


7860 


agctcccacc 


cgcagaactt 


ggcgagctac 


gacgtctgca 


gcatcctcct 


gggcacctcg 


7920 


acgctgctgg 


tgtgggtggg 


cgtgatccgc 


tacctgacct 


tcttccacaa 


ctacaatgtg 


7980 


agttttgcac 


atgcagctgg 


gccttccaca 


tggttactcc 


acaccctcca 


aataaatccc 


8040 


tacacacgca 


gccct caeca 


gccccggcca 


atggcccctt 


gcaagcctcc 


tcctcctacc 


8100 


tgcccacacc 


agatat at ct 


gtcactgcac 


ctgcgcgggg 


ccccgggagc 


ctgctccttt 


8160 


qtgcccaccc 


agctgagtct 


agccgtgcgt 


tgccctcgga 


ccccctcaga 


cgtggccacg 


8220 


ccccctctag 


gcacccactg 


gctcccatga 


ccacaccggc 


tgtgccctcg 


gcaaggcccc 


8280 




gcccctccca 


accccatctg 


ggtgcccaca 


gctgacctga 


gttgtggcca 


caccctcaac 


8340 


gaggctccct 


ctgccccaac 


ccagat cct c 


atcgccacac 


tgcgggtggc 


cctgcccagc 


8400 


gtcatgcgct 


tctgctgctg 


cgtggctgtc 


atctacctgg 


gctactgctt 


ctgtggctgg 


8460 


atcgtgctgg 


ggccct at ca 


tgtgaaggta 


catctaaccc 


ctgatgtccc 


tgacattgac 


8520 


cctgtgacct 


tgtcattgac 


actgtgaccc 


ccagatgacc 


ccttggtgac 


tgctgggagt 


8580 


ctgtccactg 


tcccctgtgg 


tccttggtga 


ccctgacact 


gaccctgtgc 


cattattgtt 


8640 


gtcacagttg 


ttgatgaccc 


tatttcgacc 


tgaattactc 


ccctcctgct 


ctatctaccc 


8700 


agaccctagg 


tcggccctgt 


ggccctgtca 


ttgacccgtg 


gtcccggcca 


ttcacatggg 


8760 


accccagcct 


gggacctggc 


cattcacata 


gtgaccccag 


cctgggaccc 


ggccattcac 


8820 


gtgggacccc 


agcctgggtc 


ccggccattc 


acgtgggacc 


ccagcctggg 


acccggccat 


8880 


tcacaggggc 


cctagcctgg 


aacccgacca 


ttcacatggt 


gaccgcagcc 


cgggacccgg 


8940 


ccattcatgt 


ggggccccag 


ccaccagctc 


ctagccattt 


gcatgggacc 


ccagcctgac 


9000 


cccagccccc 


ggttcctggc 


catgccttgg 


ctccctctga 


ccccgccgcc 


cctctggcag 


9060 


ttccgctcac 


tctccatggt 


gtctgagtgc 


ctgttctcgc 


tcatcaatgg 


ggacgacatg 


9120 


tttgtgacgt 


tcgccgccat 


gcaggcgcag 


cagggccgca 


gcagcctggt 


gtggctcttc 


9180 


tcccagctct 


acctttactc 


cttcatcagc 


ctcttcatct 


acatggtgct 


cagcctcttc 


9240 


atcgcgctca 


tcaccggcgc 


ctacgacacc 


atcaaggtca 


gccgcatgca 


cccagccctg 


9300 


agctcgggct 


ctgggtgccc 


tggagtctgc 


catgaggggg 


tcttggggac 


accgcagggt 


9360 


gaacagagaa 


gacccaggag 


agaatatggg 


agactctatg 


aaaccaaaaa 


gagggtggtt 


9420 


cagaactggg 


gggcgcaggg 


ggatgtcaag 


gtgggcttgg 


gccaggaggg 


ggcctgagtc 


9480 


agtctttgcc 


aacagggcaa 


ccgagtcata 


gagtttattt 


atttatttgt 


ttatttgaga 


9540 


cggagtcttg 


ctctgtcacc 


cagggtggag 


tgcagtggtg 


cgatcttgac 


tcactgcaac 


9600 


ctccacctcc 


cgggttcaag 


caattctgtc 


tcagcctcct 


gagtagctgg 


gactacaggc 


9660 


acacgccacc 


acgtccagct 


aatttttgta 


tttttagtag 


agatggcatt 


tcaccgcatt 


9720 


ggtcaggctg 


gtctcaaact 


cctggcctca 


ggagatctac 


tgccttggcc 


tcccaaagtg 


9780 




ttgggattac 


aggcgtgagc 


caccacgccc 


ggcctat tt t 


attttattat 


taaagtattg 


9840 


ttctttattt 


tattagagac 


aagggtctca 


ctgtgttacc 


caggctggtt 


tcaaactcct 


9900 


gaggtcaagt 


gatcctccca 


ctttggcctc 


ccaaagtgct 


gggattacag 


gcgtaagcca 


9960 


ccacacccag 


cctattatta 


ttattttttt 


tttgaaatgg 


aatcttaccc 


tgtggcccag 


10020 


gctggagtgc 


aatggcatga 


tctcggctca 


ctgcaacctc 


caccttctga 


gttgaagcga 


10080 


tccttgtgcc 


tcagcctcct 


gagtagctgg 


gattacttgc 


acgtgccacc 


acacctggct 


10140 


aatttttgta 


tttttactag 


agatggggtt 


tcaccacgtt 


ggccaggctg 


gtctcgaact 


10200 


cctgacctca 


ggtgatccac 


ctgccttggc 


ctcccaaggt 


gctgggattt 


caggcatgag 


10260 


ccactgaacc 


cagctaagt c 


atacagtttc 


aatgaccttg 


tcattgaccc 


tgggacgttg 


10320 


ccattaacat 


ggtgatcctc 


agctggcccc 


attcctatgg 


cggacctcta 


aaaacccaac 


10380 


cctgacccca 


gcccccagcc 


atgcccccga 


ctccctctga 


ccctgcccaa 


ggttagcttc 


10440 


tttatttatt 


tatttttttt 


gagacggagt 


ctcgctgtgt 


cacccaggct 


ggagtgcagt 


10500 


ggtgcaatct 


cggctcactg 


caacctctgc 


ctcccgggtt 


caagcgattc 


tcctgcctca 


10560 


gcctcctgag 


tagctgggat 


tataggcaca 


cgccaccatg 


cctggctaat 


ttttgtattt 


10620 


ttagtagaga 


tggggtttca 


ccatgttgac 


caggctggtc 


tcaaactcct 


gaccttgtga 


10680 


tccgcccacc 


tcaggctccc 


aaagtgctgg 


gattacgggc 


gtgagccact 


gtgcccggcc 


10740 


caggttagct 


tctgagcagt 


aaaactgggc 


tcaacccagg 


gctgtctgat 


tccagaagcc 


10800 


gtgctcctaa 


cccctctgtc 


ctcagtttag 


tagggtggct 


gggaacagtg 


gtttccctgc 


10860 


aagctgcaag 


ggtcagggga 


cagagcagga 


tgcggaagtg 


gcaggtagat 


aggattcttt 


10920 


cagcagatat 


atctaagggc 


caagatctgt 


gctgggttct 


gggcatggag 


gaaaatcagg 


10980 


tgtgcatgat 


ccgtccaagg 


cctgtgggca 


aggatggcac 


aggaacagac 


atcccatgac 


11040 


caatgaccta 


cttgtaacag 


gtatgaagga 


agagtggaag 


gttgcagagg 


gacccctgct 


11100 


ttagattggt 


atgacaggag 


atccaggaga 


gcttctagaa 


tgttctatcc 


atcactagtc 


11160 


tctagcccta 


tgcagctatt 


taaattttga 


ttttaattcc 


ggctgggcac 


ggtgactcac 


11220 


gcct gtaa tc 


ccagccct tt 


gggaggccga 


gggggggtgg 


gggtggatca 


cctgaggtta 


11280 



• 



ggagttcgag 


accagcctgg 


ccaacat ggc 


aaaaccccat 


ctctactaaa 


aatacaaaaa 


11340 


attagcggac 


gtggtggcag 


gcacctgtaa 


tcccagctac 


tccggaggct 


gaggcagtag 


11400 


aattgcttga 


acctgggacg 


tagaggttgc 


agtgagccga 


gat caagcca 


ctgcactcca 


11460 


acgtgggcga 


gagaccgaga 


ctctgcttca 


aagacaaaac 


aacaattttt 


taaaaatttt 


11520 


aattcaaatg 


aagtacaatt 


gcaaatttag 


cctctgactt 


gcaccatcct 


gtatccagtg 


11580 


ctcaaaagcc 


agtgtggctg 


gtggctgcca 


tattggacag 


catagatatt 


gaatacttcc 


11640 


atcgcctcta 


gactgaagag 


atgggagccc 


aggggcagtg 


caccgagggg 


aaggaatagc 


11700 


taaagcaaag 


gtctagtagc 


ctgaaaaaac 


ttggagaaaa 


gatggcccct 


ccatgaggcc 


11760 


gagtgagagg 


aaggaagcct 


tggctgggac 


cctgccacat 


ccaatgtcac 


cggcagatgg 


11820 


gtacaccccc 


ttttccccat 


gcatggattc 


agctgtccca 


cagacacatt 


gactcaggcc 


11880 


cttggaacta 


cttcctgtct 


tgccttagca 


cgtagacatc 


acacacatgc 


atccactcag 


11940 


gtgggcagtc 


tcaggccctg 


ctcccactgc 


tgtgctcagc 


gtgcatccag 


ctcactcaat 


12000 


agatggtttc 


tgagcatcga 


ggtcatgtca 


gccctggctc 


taggtctgta 


ggtgctggac 


12060 


ctacagcaga 


aggcaaagac 


acagactggc 


aaagacacag 


cttgtatcca 


ggttcagggg 


12120 


tcagggaagg 


tccctctgtg 


caagcaaact 


gtggaacaac 


gggtggagca 


ggcccagcaa 


12180 


gtgcaaaggc 


ccggaggtgg 


gaagcgatgc 


agatatggct 


ggaggggagg 


gcggacttca 


12240 


agggccttgg 


aggttgggag 


ccactttcag 


gctgagcctc 


ccggcttctc 


tccccagcat 


12300 


cccggcggcg 


caggcgcaga 


ggagagcgag 


ctgcaggcct 


acatcgcaca 


gtgccaggac 


12360 


agccccacct 


ccggcaagtt 


ccgccgcggg 


agcggctcgg 


cctgcagcct 


tctctgctgc 


12420 


tgcggaaggt 


tcgagtcccg 


ggtctggcac 


attcagattg 


gaggttacgg 


aatggggaaa 


124 80 


ggggagcgag 


ccagagaaaa 


ctgacgcccc 


tcttccctgc 


ttccttcctc 


cagggacccc 


12540 


tcggaggagc 


attcgctgct 


ggtgaattga 


ttcgacctga 


ctgccgttgg 


accgtaggcc 


12600 


ctggactgca 


gagacccccg 


cccccgaccc 


cgcttattta 


tttgtagggt 


ttgcttttaa 


12660 


ggatcggctc 


cctgtcgcgc 


ccgaggaggg 


cctggacct t 


tcgtgtcgga 


cccttggggg 


12720 


cggggagact 


gggtggggag 


ggtgttgaat 


aaaagggaaa 


ataaatgtgt 


cgttttcatt 


12780 




tttagcggga 


ggagcagtcc 


ttgcgttaag 


cggtgtgagg 


ccctttaagg 


cgcggccaca 


12840 


ctcagcatgg 


cggcctcagt 


cggccttcca 


agcatggcgc 


ggggaggagg 


ggtgggaggg 


12900 


tcgggaggga 


ctgcggtgcg 


actaggagtg 


aataatt taa 


aggggccgcg 


cctgcggagc 


12960 


cgggcggaac 


gctagcggtg 


ttggcgcgga 


gtggaccccg 


gctgcggccc 


ctgggtgagt 


13020 


ctgggtttcc 


gttagcctcg 


caggggtgtc 


ccttcgaggg 


tcgttagcga 


gcctccgctt 


13080 


tcccacgatc 


tgtcctccga 


ttcttgttaa 


ctctagactt 


tctgatgttc 


ccataccccc 


13140 


cacgtctcgg 


caggtgtttc 


cacaccggta 


gccagctgtg 


ccctgaggtg 


gaagaggacc 


1 Q o n n 
1 Jz U U 


ggccacccag 


gaattttcca 


agtaacgact 


cggagtctcc 


gggattccta 


tctcccggcc 


13260 


cccgaatttc 
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<400> 2 
agatcagctg 


atgccggagg 


gtttgaagcc 


gcgccgcgag 


ggagcgaggt 


cgcagtgaca 


60 


gcggcgggcg 


atcggaccca 


ggctgccccg 


ccgtacccgc 


ctgcgtcccg 


cgctcccgcc 


120 


ccagcatgac 


agccccggcg 


ggtccgcgcg 


gctcagagac 


cgagcggctt 


ctgaccccca 


180 


accccgggta 


tgggacccag 


gcggggcctt 


caccggcccc 


t ccgacaccc 


ccagaagagg 


240 


aagaccttcg 


ccgtcgtctc 


aaatactttt 


tcatgagtcc 


ctgcgacaag 


tttcgagcca 


300 


agggccgcaa 


gccctgcaag 


ctgatgctgc 


aagtggtcaa 


gatcctggtg 


gtcacggtgc 


360 


agctcatcct 


gtt tgggctc 


agtaatcagc 


tggctgtgac 


attccgggaa 


gagaacacca 


420 


tcgccttccg 


acacctcttc 


ctgctgggct 


actcggacgg 


agcggatgac 


accttcgcag 


480 


cctacacgcg 


ggagcagctg 


taccaggcca 


tcttccatgc 


tgtggaccag 


tacctggcgt 


540 


tgcctgacgt 


gtcactgggc 


cggtatgcgt 


atgtccgtgg 


tgggggtgac 


ccttggacca 


600 


atggctcagg 


gcttgctctc 


tgccagcggt 


actaccaccg 


aggccacgtg 


gacccggcca 


660 


acgacacatt 


tgacat tgat 


ccga tggtgg 


ttactgactg 


catccaggtg 


gatccccccg 


720 


agcggccccc 


tccgcccccc 


agcgacgatc 


tcaccctctt 


ggaaagcagc 


tccagttaca 


780 



agaacctcac 


gctcaaattc 


cacaagctgg 


tcaatgtcac 


catccacttc 


cggctgaaga 


840 


ccat t aacct 


ccagagcctc 


atcaataatg 


agatcccgga 


ctgctatacc 


ttcagcgtcc 


900 


tgatcacgtt 


tgacaacaaa 


gcacacagtg 


ggcggatccc 


catcagcctg 


gagacccagg 


960 


cccacatcca 


ggagtgtaag 


caccccagtg 


tcttccagca 


cggagacaac 


agcttccggc 


1020 


tcctgtttga 


cgtggtggtc 


atcctcacct 


gctccctgtc 


cttcctcctc 


tgcgcccgct 


1080 


cactccttcg 


aggcttcctg 


ctgcagaacg 


agtttgtggg 


gttcatgtgg 


cggcagcggg 


1140 


gacgggtcat 


cagcctgtgg 


gagcggctgg 


aatttgtcaa 


tggctggtac 


atcctgctcg 


1200 


tcaccagcga 


tgtgctcacc 


atctcgggca 


ccatcatgaa 


gatcggcatc 


gaggccaaga 


1260 


acttggcgag 


ctacgacgtc 


tgcagcatcc 


tcctgggcac 


ctcgacgctg 


ctggtgtggg 


1320 


tgggcgtgat 


ccgctacctg 


accttcttcc 


acaactacaa 


tatcctcatc 


gccacactgc 


1380 


gggtggccct 


gcccagcgtc 


atgcgcttct 


gctgctgcgt 


ggctgtcatc 


tacctgggct 


1440 


actgcttctg 


tggctggatc 


gtgctggggc 


cctatcatgt 


gaagttccgc 


tcactctcca 


1500 


tggtgtctga 


gtgcctgttc 


tcgctcatca 


atggggacga 


catgtttgtg 


acgttcgccg 


1560 


ccatgcaggc 


gcagcagggc 


cgcagcagcc 


tggtgtggct 


cttctcccag 


ctctaccttt 


1620 


actccttcat 


cagcctcttc 


atctacatgg 


tgctcagcct 


cttcatcgcg 


ctcatcaccg 


1680 


gcgcctacga 


caccatcaag 


catcccggcg 


gcgcaggcgc 


agaggagagc 


gagctgcagg 


1740 


cctacatcgc 


acagtgccag 


gacagcccca 


cctccggcaa 


gttccgccgc 


gggagcggct 


1800 


cggcctgcag 


ccttctctgc 


tgctgcggaa 


gggacccctc 


ggaggagcat 


tcgctgctgg 


1860 


tgaattgatt 


cgacct gact 


gccgttggac 


cgtaggccct 


ggactgcaga 


gacccccgcc 


1920 


cccgaccccg 


cttatttatt 


tgtagggttt 


gcttttaagg 


atcggctccc 


tgtcgcgccc 


1980 


gaggagggcc 


tggacctttc 


gtgtcggacc 


cttgggggcg 


gggagactgg 


gtggggaggg 


2040 


tgttgaataa 


a 
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<210> 3 

<211> 580 

<212> PRT 

<213> Homo sapiens 



<400> 3 

Met Thr Ala Pro Ala Gly Pro Arg Gly Ser Glu Thr Glu Arg Leu Leu 
15 10 15 



Thr Pro Asn Pro Gly Tyr Gly Thr Gin Ala Gly Pro Ser Pro Ala Pro 
20 25 30 



Pro Thr Pro Pro Glu Glu Glu Asp Leu Arg Arg Arg Leu Lys Tyr Phe 
35 40 45 



Phe Met Ser Pro Cys Asp Lys Phe Arg Ala Lys Gly Arg Lys Pro Cys 

50 55 60 



Lys Leu Met Leu Gin Val Val Lys lie Leu Val Val Thr Val Gin Leu 
65 70 75 80 



He Leu Phe Gly Leu Ser Asn Gin Leu Ala Val Thr Phe Arg Glu Glu 

85 90 95 



Asn Thr He Ala Phe Arg His Leu Phe Leu Leu Gly Tyr Ser Asp Gly 
100 105 110 



Ala Asp Asp Thr Phe Ala Ala Tyr Thr Arg Glu Gin Leu Tyr Gin Ala 
115 120 125 



He Phe His Ala Val Asp Gin Tyr Leu Ala Leu Pro Asp Val Ser Leu 
130 135 140 



Gly Arg Tyr Ala Tyr Val Arg Gly Gly Gly Asp Pro Trp Thr Asn Gly 
145 150 155 160 



Ser Gly Leu Ala Leu Cys Gin Arg Tyr Tyr His Arg Gly His Val Asp 

165 170 175 



Pro Ala Asn Asp Thr Phe Asp He Asp Pro Met Val Val Thr Asp Cys 
180 185 190 



lie Gin Val Asp Pro Pro Glu Arg Pro Pro Pro Pro Pro Ser Asp Asp 
195 200 205 



Leu Thr Leu Leu Glu Ser Ser Ser Ser Tyr Lys Asn Leu Thr Leu Lys 
210 215 220 



Phe His Lys Leu Val Asn Val Thr He His Phe Arg Leu Lys Thr He 
225 230 235 240 



Asn Leu Gin Ser Leu He Asn Asn Glu He Pro Asp Cys Tyr Thr Phe 

245 250 255 



Ser Val Leu He Thr Phe Asp Asn Lys Ala His Ser Gly Arg He Pro 
260 265 270 



He Ser Leu Glu Thr Gin Ala His He Gin Glu Cys Lys His Pro Ser 
275 280 285 



Val Phe Gin His Gly Asp Asn Ser Phe Arg Leu Leu Phe Asp Val Val 
290 295 300 



Val He Leu Thr Cys Ser Leu Ser Phe Leu Leu Cys Ala Arg Ser Leu 
305 310 315 320 



Leu Arg Gly Phe Leu Leu Gin Asn Glu Phe Val Gly Phe Met Trp Arg 

325 330 335 



Gin Arg Gly Arg Val He Ser Leu Trp Glu Arg Leu Glu Phe Val Asn 
340 345 350 



Gly Trp Tyr He Leu Leu Val Thr Ser Asp Val Leu Thr He Ser Gly 
355 360 365 



Thr He Met Lys He Gly He Glu Ala Lys Asn Leu Ala Ser Tyr Asp 
370 375 380 



Val Cys Ser He Leu Leu Gly Thr Ser Thr Leu Leu Val Trp Val Gly 
385 390 395 400 



Val lie Arg Tyr Leu Thr Phe Phe His Asn Tyr Asn lie Leu lie Ala 

405 410 415 



Thr Leu Arg Val Ala Leu Pro Ser Val Met Arg Phe Cys Cys Cys Val 
420 425 430 



Ala Val lie Tyr Leu Gly Tyr Cys Phe Cys Gly Trp He Val Leu Gly 
435 440 445 



Pro Tyr His Val Lys Phe Arg Ser Leu Ser Met Val Ser Glu Cys Leu 
450 455 460 



Phe Ser Leu He Asn Gly Asp Asp Met Phe Val Thr Phe Ala Ala Met 
465 470 475 480 



Gin Ala Gin Gin Gly Arg Ser Ser Leu Val Trp Leu Phe Ser Gin Leu 

485 490 495 



Tyr Leu Tyr Ser Phe He Ser Leu Phe He Tyr Met Val Leu Ser Leu 
500 505 510 



Phe He Ala Leu He Thr Gly Ala Tyr Asp Thr He Lys His Pro Gly 
515 520 525 



Gly Ala Gly Ala Glu Glu Ser Glu Leu Gin Ala Tyr He Ala Gin Cys 
530 535 540 



Gin Asp Ser Pro Thr Ser Gly Lys Phe Arg Arg Gly Ser Gly Ser Ala 
545 550 555 560 



Cys Ser Leu Leu Cys Cys Cys Gly Arg Asp Pro Ser Glu Glu His Ser 

565 570 575 



Leu Leu Val Asn 
580 



<210> 4 



<211> 553 
<212> PRT 
<213> Homo sapiens 

<400> 4 

Met Ala Asp Pro Glu Val Val Val Cys Ser Cys Ser Ser His Glu Glu 
15 10 15 



Glu Asn Arg Cys Asn Phe Asn Gin Gin Thr Ser Pro Ser Glu Glu Leu 
20 25 30 



Leu Leu Glu Asp Gin Met Arg Arg Lys Leu Lys Phe Phe Phe Met Asn 
35 40 45 



Pro Cys Glu Lys Phe Trp Ala Arg Gly Arg Lys Pro Trp Lys Leu Ala 
50 55 60 



lie Gin He Leu Lys He Ala Met Val Thr He Gin Leu Val Leu Phe 
65 70 75 80 



Gly Leu Ser Asn Gin Met Val Val Ala Phe Lys Glu Glu Asn Thr He 

85 90 95 



Ala Phe Lys His Leu Phe Leu Lys Gly Tyr Met Asp Arg Met Asp Asp 
100 105 110 



Thr Tyr Ala Val Tyr Thr Gin Ser Asp Val Tyr Asp Gin Leu He Phe 
115 120 125 



Ala Val Asn Gin Tyr Leu Gin Leu Tyr Asn Val Ser Val Gly Asn His 
130 135 140 



Ala Tyr Glu Asn Lys Gly Thr Lys Gin Ser Ala Met Ala He Cys Gin 
145 150 155 160 



His Phe Tyr Lys Arg Gly Asn He Tyr Pro Gly Asn Asp Thr Phe Asp 

165 170 175 



He Asp Pro Glu He Glu Thr Glu Cys Phe Phe Val Glu Pro Asp Glu 
180 185 190 



Pro Phe His He Gly Thr Pro Ala Glu Asn Lys Leu Asn Leu Thr Leu 
195 200 205 



Asp Phe His Arg Leu Leu Thr Val Glu Leu Gin Phe Lys Leu Lys Ala 
210 215 220 



He Asn Leu Gin Thr Val Arg His Gin Glu Leu Pro Asp Cys Tyr Asp 
225 230 235 240 



Phe Thr Leu Thr He Thr Phe Asp Asn Lys Ala His Ser Gly Arg He 

245 250 255 



Lys He Ser Leu Asp Asn Asp He Ser He Arg Glu Cys Lys Asp Trp 
260 265 270 



His Val Ser Gly Ser He Gin Lys Asn Thr His Tyr Met Met He Phe 
275 280 285 



Asp Ala Phe Val He Leu Thr Cys Leu Val Ser Leu He Leu Cys He 
290 295 300 



Arg Ser Val He Arg Gly Leu Gin Leu Gin Gin Glu Phe Val Asn Phe 
305 310 315 320 



Phe Leu Leu His Tyr Lys Lys Glu Val Ser Val Ser Asp Gin Met Glu 

325 330 335 



Phe Val Asn Gly Trp Tyr He Met He He He Ser Asp He Leu Thr 
340 345 350 



He He Gly Ser He Leu Lys Met Glu He Gin Ala Lys Ser Leu Thr 
355 360 365 



Ser Tyr Asp Val Cys Ser He Leu Leu Gly Thr Ser Thr Met Leu Val 
370 375 380 



Trp Leu Gly Val He Arg Tyr Leu Gly Phe Phe Ala Lys Tyr Asn Leu 
385 390 395 400 



Leu He Leu Thr Leu Gin Ala Ala Leu Pro Asn Val He Arg Phe Cys 

405 410 415 

Cys Ala Ala Met He Tyr Leu Gly Tyr Cys Phe Cys Gly Trp He 

420 425 430 



Val Leu Gly Pro Tyr His Asp Lys Phe Arg Ser Leu Asn Met Val Ser 
435 440 445 



Glu Cys Leu Phe Ser Leu He Asn Gly Asp Asp Met Phe Ala Thr Phe 
450 455 460 



Ala Lys Met Gin Gin Lys Ser Tyr Leu Val Trp Leu Phe Ser Arg He 
465 470 475 480 



Tyr Leu Tyr Ser Phe He Ser Leu Phe He Tyr Met He Leu Ser Leu 

485 490 495 



Phe He Ala Leu He Thr Asp Thr Tyr Glu Thr He Lys Gin Tyr Gin 

500 505 510 



Gin Asp Gly Phe Pro Glu Thr Glu Leu Arg Thr Phe He Ser Glu Cys 
515 520 525 



Lys Asp Leu Pro Asn Ser Gly Lys Tyr Arg Leu Glu Asp Asp Pro Pro 
530 535 540 



Val Ser Leu Phe Cys Cys Cys Lys Lys 
545 550 



<210> 5 

<211> 652 

<212> PRT 

<213> Drosophila 



<400> 5 



Met Gin Ser Tyr Gly Pro Gly Ala Gin Thr Ala Pro Ala Val Lys Arg 
15 10 15 



Arg Thr Asp Ser Tyr Glu Ala Ala Gin Gin Gin Gin Gin Ser Pro Glu 
20 25 30 



Ser Asp Glu Glu Tyr Val Asn Thr Arg He Leu Arg Arg Gin Val Gin 
35 40 45 



Leu Gin Ser Thr Pro Val Ala Pro Val Val Pro Met Pro He Ser Ala 
50 55 60 



Gly Ser Gly Thr Ala Pro Pro Ser Val Asp Gly Arg Glu Glu Gin Pro 
65 70 75 80 



Glu Phe Pro Gly Ser Ser Ala Ala Ser Tyr Gin Glu Glu Arg Met Arg 

85 90 95 



Arg Lys Leu Gin Phe Phe Phe Met Asn Pro He Glu Lys Trp Gin Ala 
100 105 110 



Lys Arg Lys Phe Pro Tyr Lys Phe Val Val Gin He Val Lys He Phe 
115 120 125 



Leu Val Thr Met Gin Leu Cys Leu Phe Ala His Ser Arg Tyr Asn His 
130 135 140 



He Asn Tyr Thr Gly Asp Asn Arg Phe Ala Phe Ser His Leu Phe Leu 
145 150 155 160 



Arg Gly Trp Asp Ser Ser Arg Glu Val Glu Ser Tyr Pro Pro Ala Val 

165 170 175 



Gly Pro Phe Ala Leu Tyr Leu Lys Ser Glu Phe Phe Asp Thr Val Gin 
180 185 190 



Tyr Ala Val Asn Gly Tyr Ala Asn Val Ser Arg Ser He Gly Pro Tyr 
195 200 205 



Asp Tyr Pro Thr Pro Asn Asn Thr Met Pro Pro Leu Lys Leu Cys Leu 
210 215 220 



Gin Asn Tyr Arg Glu Gly Thr He Phe Gly Phe Asn Glu Ser Tyr He 

225 230 235 240 



Phe Asp Pro His He Asp Glu Val Cys Glu Arg Leu Pro Pro Asn Val 

245 250 255 



Thr Thr He Gly Val Glu Asn Tyr Leu Arg Gin Arg Asp Val Glu Val 
260 265 270 



Asn Phe Ala Ser Leu Val Ser Ala Gin Leu Thr Phe Lys He Lys Thr 
275 280 285 



Val Asn Phe Lys Ala Asn Gly Gly Pro Leu Ser Ala Pro Asp Cys Phe 
290 295 300 



Arg Phe Asp He Ser He Thr Phe Asn Asn Arg Asp His Asp Gly Gin 
305 310 315 320 



Met Leu Leu Ser Leu Asp Ala Glu Ala Thr Arg Leu Lys Cys His Gly 

325 330 335 



Ala Thr Asp Phe He Ser Asp Ala Asn Phe Asp Ser Met Leu Arg Ser 
340 345 350 



Val Leu Asn He Phe Val Leu Leu Thr Cys Ala Leu Ser Phe Ala Leu 
355 360 365 



Cys Thr Arg Ala Leu Trp Arg Ala Tyr Leu Leu Arg Cys Thr Thr Val 
370 375 380 



Asn Phe Phe Arg Ser Gin Phe Gly Lys Glu Leu Ser Phe Asp Gly Arg 
385 390 395 400 



Leu Glu Phe Val Asn Phe Trp Tyr He Met He He Phe Asn Asp Val 



405 410 415 



Leu Leu lie He Gly Ser Ala Leu Lys Glu Gin He Glu Gly Arg Tyr 
420 425 430 



Leu Val Val Asp Gin Trp Asp Thr Cys Ser Leu Phe Leu Gly He Gly 
435 440 445 



Asn Leu Leu Val Trp Phe Gly Val Leu Arg Tyr Leu Gly Phe Phe Lys 
450 455 460 



Thr Tyr Asn Val Val He Leu Thr Leu Lys Lys Ala Ala Pro Lys He 
465 470 475 480 



Leu Arg Phe Leu He Ala Ala Leu Leu He Tyr Ala Gly Phe Val Phe 

485 490 495 



Cys Gly Trp Leu He Leu Gly Pro Tyr His Met Lys Phe Arg Ser Leu 
500 505 510 



Ala Thr Thr Ser Glu Cys Leu Phe Ala Leu He Asn Gly Asp Asp Met 
515 520 525 



Phe Ala Thr Phe Ala Thr Leu Ser Ser Lys Ala Thr Trp Leu Trp Trp 
530 535 540 



Phe Cys Gin He Tyr Leu Tyr Ser Phe He Ser Leu Tyr He Tyr Val 
545 550 555 560 



Val Leu Ser Leu Phe He Ala Val He Met Asp Ala Tyr Asp Thr He 

565 570 575 



Lys Ala Tyr Tyr Lys Asp Gly Phe Pro Thr Thr Asp Leu Lys Ala Phe 

580 585 590 



Val Gly Thr Arg Thr Ala Glu Asp He Ser Ser Gly Val Phe Met Thr 
595 600 605 



Asp Leu Asp Asp Phe Asp Gin Thr Ser Phe Leu Asp Val Val Lys Ser 
610 615 620 



lie Cys Cys Cys Gly Arg Cys Gly Arg His Gin Glu Pro Ala Gin Pro 
625 630 635 640 



Asn Ser Gly Tyr Thr Ser Leu Ser Ser lie Met Lys 

645 650 



<210> 6 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 

<400> 6 

cgagggagcg aggtcgcagt gacagc 26 

<210> 7 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 

<400> 7 

aacaccctcc ccacccagtc tcccc 25 

<210> 8 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 

<400> 8 

caacctctac taccctctcc c 21 



<210> 9 
<211> 18 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PGR primer 
<400> 9 

aacagtgaag cctcgtcc 



<210> 


10 


<211> 


23 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


PGR primer 


<400> 


10 



gatataaatg gcaggcagct ttc 



23 



<210> 11 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

- <223> PGR primer 



Sequence 



<400> 11 

ctcaccgtgc tggaagacac 



20 



